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Torsional energies for rotation of an aglycon depend on the exo-anomeric conformation.
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by the CPMG pulse sequence, as a function of temperature, T.
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Proton fluctuations related to local motions of the glycosidic linkages of

chemically crosslinked dextran hydrogels with well defined pore-size

distributions are studied by static and dynamic neutron-scattering approaches.
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Helical structure (diameter of 29.3 Å and a pitch 89.5 Å) of the capsular polysaccharide from group B
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Model of blood group A trisaccharide in the binding site of the Dolichos biflorus lectin as established by a combination of theoretical

and experimental approaches. Molecular modeling of the oligosaccharide demonstrated that two different conformations could be

adopted by the trisaccharide in the binding site. NMR experiments using transferred nuclear Overhauser effects (TRNOE) displayed

intermolecular contacts (blue arrows) corresponding to only one of the two theoretical conformations. This work is a collaboration

between Anne Imberty (CERMAV, Grenoble) and Thomas Peters (University of Lübeck) and was presented during the XXIInd

International Carbohydrate Symposium (Glasgow, 2004) on the occasion of the Whistler award.

� 2005 A. Imberty and T. Peters. Published by Elsevier Ltd.

Indexed/Abstracted in: Chem. Abstr.: Curr. Contents: Phys., Chem. & Earth Sci. Life Sci. Current Awareness in Bio. Sci
(CABS). Full texts are incorporated in CJELSEVIER, a file in the Chemical Journals Online database which is availabe on
STN� International.

ISSN 0008-6215

788 Contents / Carbohydrate Research 340 (2005) 781–788


